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<130> 
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<150> 
<151> 


US 60/273,181 






<160> 
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<170> 


Patentln version 
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<210> 
<211> 
<212> 
<213> 


1 

72 
PRT 

Bos taurus 






<400> 


1 






Thr Glu Leu Arg Cys Gin 
1 5 


Cys lie Arg 


Thr 
10 


Pro Lys Phe lie Lys Glu 


Leu Arg Val 


He 



15 



20 25 30 

Glu Asn Ser Glu He He Val Lys Leu Thr Asn Gly Asn Glu Val Cys 
35 40 45 

Leu Asn Pro Lys Glu Lys Trp Val Gin Lys Val Val Gin Val Phe Val 
50 55 60 

Lys Arg Ala Glu Lys Gin Asp Pro 
65 ~ 70 

<210> 2 

<211> 74 

<212> PRT 

<213> Bos taurus 

<400> 2 

Met Ser Thr Glu Leu Arg Cys Gin Cys He Lys Thr His Ser Thr Pro 
15 10 15 

Phe His Pro Lys Phe He Lys Glu Leu Arg Val He Glu Ser Gly Pro 
20 25 30 

His Cys Glu Asn Ser Glu He He Val Lys Leu Thr Asn Gly Asn Glu 
35 ' 40 45 



Val 



Cys Leu Asn Pro 
50 



Lys Glu Lys Trp Val Gin Lys Val Val Gin Val 
55 60 
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Phe Val Lys Arg Ala Glu Lys Gin Asp Pro 
65 70 

<210> 3 

<211> 222 

<212> DNA 

<213> Bos taurus 

<220> 

<221> CDS 

<222> (1)..(222) 

<223> 

<400> 3 

atg agt aca gaa ctt cga tgc caa tgc ata aaa aca cat tec aca cct 48 

Met Ser Thr Glu Leu Arg Cys Gin Cys He Lys Thr His Ser Thr Pro 
15 10 15 

ttc cac ccc aaa ttt ate aaa gaa ttg aga gtt att gag agt ggg cca 96 
Phe His Pro Lys Phe , He Lys Glu Leu Arg Val He Glu Ser Gly Pro 
20 25 30 

cac tgt gaa aat tea gaa ate att gtt aag ctt acc aat gga aac gag 144 
His Cys Glu Asn Ser Glu He He Val Lys Leu Thr Asn Gly Asn Glu 
35 40 45 

gtc tgc tta aac ccc aag gaa aag tgg gtg cag aag gtt gtg cag gta 192 
Val Cys Leu Asn Pro Lys Glu Lys Trp Val Gin Lys Val Val Gin Val 
50 55 60 

ttt gtg aag aga get gag aag caa gat cca 222 
Phe Val Lys Arg Ala Glu Lys Gin Asp Pro 
65 70 

<210> 4 

<211> 216 

<212> DNA 

<213> Bos taurus 

<220> 

<221> CDS 

<222> (1)..(216) 

<223> 

<400> 4 



aca gaa ctt cga tgc caa tgc ata aga aca cat tec aca cct ttc cac 48 
Thr Glu Leu Arg Cys Gin Cys He Arg Thr His Ser Thr Pro Phe His 
15 10 15 

ccc aaa ttt ate aaa gaa ttg aga gtt att gag agt ccg cca cac tgt 96 
Pro Lys Phe He Lys Glu Leu Arg Val He Glu Ser Pro Pro His Cys 
20 25 30 

gaa aat tea gaa ate att gtt aag ctt acc aat gga aac gag gtc tgc 144 
Glu Asn Ser Glu He He Val Lys Leu Thr Asn Gly Asn Glu Val Cys 
35 40 45 
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tta aac ccc 
Leu Asn Pro 
50 



aag gaa aag tgg gtg cag aag gtt gtg cag gta ttt gtg 
Lys Glu Lys Trp Val Gin Lys Val Val Gin Val Phe Val 
55 60 



192 



aag aga get 
Lys Arg Ala 
65 



gag aag caa gat cca 
Glu Lys Gin Asp Pro 
70 



216 



<210> 


5 


<211> 


45 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


upstream primer 


<400> 


5 



cagaacttcg atgccagtgc ataagatcat tttccacacc tttcc 45 

<210> 6 
<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> upstream primer 

<400> 6 

gagagttatt gagagtcege cacactgtga aaattcagaa ate 43 

<210> 7 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> upstream primer 

<400> 7 

gagagttatt gagagtgggg gacactgtga aaattcagaa ate 43 

<210> 8 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> upstream primer 



<400> 8 

gagagttatt gagagtcegg gacactgtga aaattcagaa ate 



43 



